Structure description
Phosphinamide derivatives have applications as ligands in transition and rare earth metal chemistry and in catalysis (Priya et al., 2005; Gusev et al., 2009; Naktode et al., 2012; Naktode et al., 2013; Sun & Cramer, 2017) and are of general synthetic interest, particularly in the pharmaceutical field (Xu et al., 2017; Hong et al., 2016) . As part of our studies in this area, the title compound was serendipitously isolated and its structure is reported here. Structures for the [Ph 2 P(O)NH(2,6-(CH 3 ) 2 (C 6 H 3 )] structural isomer (Naktode et al., 2012) and related [Ph 2 P(O)NHPh] (Priya et al., 2005) are known.
The molecular structure of the title compound is shown in Fig. 1 . The phosphorus atom exhibits slightly distorted tetrahedral geometry. The four P-X bonds [X = O:1.477 (2), N:1.653 (2), C:1.797 (3) and 1.803 (3) Å ] are similar to those found in [Ph 2 P(O)NH(2,6-(CH 3 ) 2 (C 6 H 3 )] and [Ph 2 P(O)NHPh] as are the bond angles about the phosphorus atom. The N-P-C [102.29 (12) and 108.97 (12) ] and C-P-C [107.14 (12) ] angles are all slightly smaller than the ideal 109.5 bond angle for tetrahedral geometry, while the O-P-C [113.07 (12) (Fig. 2 ). An intramolecular C-HÁ Á ÁO hydrogen bond in each molecule helps to position the ring.
Synthesis and crystallization
The title compound was obtained during our attempt to crystallize [(Ph 2 P) 2 N(3,5-(CH 3 ) 2 (C 6 H 3 )], which had been prepared by a literature method (Shozi & Friedrich, 2012) . A dichloromethane solution of [(Ph 2 P) 2 N(3,5-(CH 3 ) 2 (C 6 H 3 )] was allowed to evaporate slowly at room temperature under argon. After 24 h, crystals suitable for single-crystal structure determination were obtained. However, [Ph 2 P(O)NH(3,5-(CH 3 ) 2 (C 6 H 3 )] rather than the expected [(Ph 2 P) 2 N(3,5-(CH 3 ) 2 (C 6 H 3 )] was serendipitously isolated. The title compound may have formed as a result of the adventitious exposure of the sample to moisture and/or oxygen.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). Figure 2
Unit-cell packing viewed along the b axis showing N-HÁ Á ÁO hydrogenbonding contacts as dotted lines. Computer programs: APEX2 and SAINT (Bruker, 2013) , SHELXT2014 (Sheldrick, 2015a) , SHELXL2016 (Sheldrick, 2015b) , Mercury (Macrae et al., 2006) and SHELXTL (Sheldrick, 2008) .
Figure 1
Molecular structure of [Ph 2 P(O)NH(3,5-(CH 3 ) 2 (C 6 H 3 )] with displacement ellipsoids drawn at the 50% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. All H atoms were positioned geometrically and refined using a riding model with C-H = 0.95-0.99 Å and with U iso (H) = 1.2 (1.5 for methyl groups) times U eq (C). 
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